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Erratum
A novel Rad24 checkpoint protein complex closely related to
replication factor C
Catherine M. Green, Hediye Erdjument-Bromage, Paul Tempst
and Noel F. Lowndes
Current Biology 2000, Vol 10 No 1:39–42
In this Brief Communication, which appeared in the
13 January 2000 issue of Current Biology, the protocol in
Figure 2a was blacked out. The corrected figure is
shown above.
Figure 2
Purification of the HTH–Rad24 complex.
(a) A schematic representation of the
purification protocol. The full protocol is
described in the Supplementary material.
(b) The final purification step. The top panel
shows a silver stained 8–15% SDS–PAGE
gel loaded with samples from each stage of
the immunoaffinity purification step. M,
standard protein size markers; L, load; FT,
flow-through; E1, elution fraction 1. The
amounts of the load and flow-through loaded
were 100-fold less than of the elution fraction.
The sizes of the markers are indicated to the
left; unlabelled markers are 116 and 97.5 kDa.
The migration positions and deduced sizes of
the bands present in the elution fraction are
indicated to the right. The band that is visible
above 200 kDa does not cofractionate with
p80, p40 and p35. Above 45 kDa the bands
all appear as doublets; this is an artefact due
to the drying of the gel. The lower panel is a
western blot of the same fractions; in this
case, equal volumes of each sample were
loaded. (c) Western-blot analysis of
HTH–Rad24 in the purified material after
fractionation through a gel-filtration column.
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